G

Gametes: UNE&
imGmAgInmit g yEwhEy gy §

1855 Chromosome set, Fertilization, Haploid, Meiosis, Microspores, Pollen, Zygote.

Gametophytes: ig1iGtgwE
IRnywIvAIEREURURUN S Yimamiag imuRmstNEaSdng SHunSatds
TRINR 1 UNBRSTRNSEES U uIMURAR() 4
NI Embryo sac, Female gametophyte, Sporophyte.

Gene: ¥ (fys), wanaNgd
arngsigaitumEgnatessnitumimishywspdgmatsissniutyw 1 N8
Aensduigelns dwgmsigsmunatijusinigimimacunegi-Loch islibg
ggst  SsisshiamagwisphiDNAlRumsdhiqg]istanamm gizugnad
mesininGnuisyw 1 NsBywy meugidmhithywilsigoitumshidpiuuthyw g
ighb Yyt oeawUIne hAoEgiuAGmadin: gunaignmam i
rit R BT HAN: St yiEe |

186 Allele, Character, Chromosome, Codominance, DNA, Dominance, Genetic code,
Genetics, Genome, Germplasm, Mutation, Protein synthesis.

Gene bank: fig1iitis

mipgugRgiituinbidumenninigy ifwogemutiduiabiwsiguiampgnang
iislinUEylg SHNARGNMIENI T Baunaotag |
NI Breeding arboretum, Clonal bank, Gene centre, Gene conservation.
Gene centre: saqulisss, sagumsisnigioe
BagIsMGss 1 fusiBanpuyuituuinmimedsistesndyivuishiamyts «

186 Biological diversity, Gene conservation, Gene frequency, Genetic base, Genetic
erosion, Gene flow, Gene pool.

Gene conservation: MIKAIINE

mimaens Bumiiginpgngidisiumauntesénispmasyty BEjmpgnusmsils
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1861 BNUMITENI IS g RN HNES 4
- In situ gene conservation: miminisiiGiutissgnisinsynywisignigufnine
h 8 shwmitiatpdmen 4
= Ex situ gene conservation: mimsnidiitiuiisisniumaggtumytoigiens i fus
Aifsiueh g: mivifntming 4

NE) Breeding arboretum, Clone bank, Cryopreservation, Diversity, Gene centre, Gene
pool, Genetic erosion, Genetic resource, Sustainable use.

Gene expression: MIEGIHHIGNITAITS
ffirismiuniplisis@rgs (genetic code) gjrgithwran:muiBandm yandimy

s IS TnEY RS

1565 Dominant, Genetype, Protein synthesis, Recessive, Simple Mendelian inheritance.

Gene flow: MIGNAE  GHUIURTS
minaGiuatshpugn iy gwigl iy g guigit s gene migration
= Do Fm@iind

1855 Gene frequency, Migration.

Gene frequency: Bs{iligaa
guiismimmgwsiguegguizuimiuhywisminuiioginunTisims |
iUests A meminwk a 84 A iWwns{Nest a = 0.2 (20%) guiss [Hgsaiut A
= 0.8(80%) Eis A +a = 1 (100%).

156 Diversity, Fitness, Gene flow, Gene pool, Hardy-Weinberg law, Heritability,
Population genetics, Quantitative inheritance.

Gene pool: UNila
ggawiulisgivng 81 minmishmsifmsisiphpvotuiniywyasgtamyw
igifumy 4

1560 Base population, Diversity, Fitness, Gene bank, Gene flow, Gene frequency, Gene
resource, Genetic base, Genetic erosion.

General combining ability (GCA): igmmjgisi

missigmdjache s uumgsisang: gt wntswhgigmhywong: yosgemigime
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AHutiSs 1

e Breeding value, Combining ability, Specific combining ability.

Genetic base: gugahigisén NsisGnivi
ﬁgsm;ﬁsﬁgsmmﬁfﬁﬁmséﬁtmgtﬁmﬁgm fnsig) s
1T Base population, Diversity, Gene conservation, Gene pool.

Genetic code: NgisgAH
mmomimAgwismBLmyiifusipiyisotautandmwbnie] it gy
i8m 1814 RNA slansizmuntplgmetimednioe]iss isigunn DNA |

186 DNA, Gene, Genome, Protein synthesis.

Genetic correlation: Mithig1figliNgigg
pnayistindmAdsutassninuunanb a: dnAdsurhuiinugmngjigiai 1 Bs
i weithywsuémAdsurhudnAisy (phenotype) 18

1860 Character, Combining ability, Correlation, Juvenile-mature correlation, Linkage,
Phenotype.

Genetic drift: MiaNENSISER

=)

mipwynhwistspsigadigsdudmumsipuegecniig gtufgwtmge
£9d ihwanitapeotmesuigucnmuum sttt random drift) 4
186 Gene frequency, population.

Genetic engineering (recombinant DNA technology): Tringlisiagn (ignignuiniDNA)
mimATsMeInHAgpaihEianngmm  gElmARE0g] Samiuepaiieigians
mimwytsiEuhBsmsnisims 1 18/ Biotechnology, DNA, Gene.

Genetic erosion: mitiwiLNgIsen (18)
mimsudigimmmniuate  Sumiugimatafivielvgiyuhetisgnismpmhitumd
B8 1 gumumisigugioinmmssanmn 1§gmmeigssifushiHems |
156U Gene center, Gene conservation, Gene frequency, Gene pool.

Genetic fingerprint: ansuiuissn ((nuitndnibugenfuisavninniivnag)

186 Fingerprint

finhmoguiadnyh/DANIDA 63




Genetic gain: migguimaiisisén, minusmsisesn
MIVIESHANMNMSYE [ BIVA SIDRMNMNEE[BIVEIEM Y MIRsgiuganmn  in
dusnswmifoiosipmangsn - sgauahmpbuiehidisissgniiong
M0 RN S EEMNSANgR 4
186 Heritability, Selection, Selection intensity.

Genetic makeup: IHIANTS
BANsNSISEN( RS WIVTUIINRE: Y{UIAG O Y RuT genome®sign
186 Gene pool, Genotype.

Genetic marker: qurinficimmiaisén (38)
mimwamywigmmSiEnanatensiyuddidmoswgcngu) iy ghsyw
guniniedmuts  nmsisnthaunMASmEETIangg  (Biochemical markers) 8:
isozyme, Etﬁiaﬁﬁmﬁﬁﬁmméﬁ?e&]m (Molecular marker) 8: DNA markers
156 DNA marker, Electrophoresis, Fingerprint, Isozyme, Marker.

Genetic recombination: MiviNiNg (miﬁﬁﬁiﬁﬁﬁ)

1805 Recombination.

Genetic resource: G8EsNS (Ngis6H)
nnmytwiswgmndinuiangnissinhachhia ythumso |
1855 Gene conservation, Gene pool, Genetic base, Breeding strategy.

Genetic response: MitFwHUNGISEH
mipwynsiguligsisiiisvpumnfulinhugund 1 imwigwiadismii
{itg mnFoautiessn R pinsmsignmw R = h® x D, i8w h? twgmadangis
AN IMEUMIARGH Uity D thmi i iiom |
NI Genotype, Hardy-Weinberg law, Heritability, Selection differential.

Genetics: TNaNpyNaiaGn
Teisdn Anlgnanpuyesywizednpivanypungismagsm Bamngugmsiny
FIMyaMIMEMEEuOREsmOfiiia Y hmamivan{uRgmnuete  8utians

e 1 ishomigudinneSuyughaisignanutisssmss i mswnunngiinumi

64 fintmagmindnuh/DANIDA




sinsgRiad smEessimelmimnagidunG i ymnduignytvadip |

1865 Forest Tree breeding, Forest tree improvement, Quantitative genetics, Simple
Mendelian inheritance.

Genome: J8IAMY, WBIRIMNNS

156 Genetic makeup.
Genotype: N8ANisy (1wn)Gu)
9. WEMNSYRITENNG: gw itums gmsmissigusgdifisuiumugan: gw g
iFstgmanAsienn 1 igehmmapalsisomomamssisnmsuisipug
gt 1 Seafiisy [ginsmaimed thaissmuitn: miskigugubmunan:uags Saums
131918 1 Senfisumengidinhywiimsisidims iBdjaditmumeiginisuims |
). ang:iRuUMAREN: W N maEissRum gt |
1865 Genetic makeup, Genotype-environment interaction, Phenotype.
Genotype-environment interaction: #gifiiNanfisu-vians
tsﬁmm‘fﬁmﬁsnﬁ?ﬁﬁqmﬁgmﬁmgjmmgﬁﬁ?@ﬂsmjmgﬁtﬁs [IEgmntennisyms
Huaigimediemsit 1 Seifisuywmedissmunansignigngw Sudamen
igiGrigiigpngin  iBigimujuigiBueafismigie e mIsiBnumIUEn: g
Mafisy (P) mummiigiBeniisy (G) SuiiansisiGims (E) siwBungidf (1)
gmrigsinags(gimaniion wmeh:
P=G+E+]I
186 Character, Clonal test, Experimental design, Genotype, Heritability, Inheritance,
Major genes, Phenotype, Phenotypic plasticity, Progeny test.

Geographic race: )iimunBaRg
gt msiBufiinmeiGnigugBan gt 4
156U Ecotype, Land race, Local seed source, Provenance, Race, Seed source.
Geographic variation: GiigjuiR8anigyg
migumawdiaiisuguinmsiRedtintzugssitnigmtpoisdnimasgiyw
st misaignmise hwswgin:infugiuenfisiesn hudiansime b

MEgm huanAsth gn (race) [UtHsyIaNg (ecotype) ume{aiRfi (cline) 4
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156U Allopatric, Cline, Ecotype, Genotype, Geographic race, Phenotype, Sympatric.
Geotropism: miRyaaNtuIHGaI v G
sgmiissingighiiaugadinigimeifuuundnmined  yywiniGuisit Gy
memudnminst sy Sungrun) ytsgunt maudnm a: ngnfgu
1865 Germination, Radicle, Seed.
Germination: HANS{MT  AILSHSAIIYT  MILsNGRITRINIIY
o. fulimiiingudamimuiyiismigsyaanaiuamy Samuben 1 migsngn
IEMHIMENSUAIANTITEWINIMNESEIM  IMISsNgRIvA [MUMBULME
yRnmNaE g
B, Simsmitsngnive My mmﬁtﬁﬁ;gﬁnﬂﬁ’jﬁﬁmﬁﬁ%mgﬁfﬁHLﬁdjsﬁﬁﬁLmﬁgm
TERUNMAMIASIEBRIANNgRUNC JSMUMED 1 isipimitiansg
Sans{t (Swudwive ISTA) mimﬁtﬁﬁﬁgﬁnﬂﬁiﬁﬁmﬁmmgﬁ%ﬁﬁﬁtﬁgm
iBunmagngn hismimoihinligdsam igsainnsaihmiligsnhingm 1

186 Ageing, Double fertilization, Germination test, Pollen, Vigour, Abnormal
germination, Epigeal, Germination capacity, Hypogeal, Imbibition, ISTA, Lag phase,
Seedling, Viability.

Germination capacity (=germination percentage): ﬁjﬁ‘tjmnﬁm.ls (mﬁiriifim]s)
ﬁjmmLﬁsﬁmﬁqtﬁ%ﬁmmsqﬂsﬁmg—gmtmgmm:mmﬁnﬁmjamﬁmﬁgm TGYM 18R
TMATY 1 FIRSAIMES tsﬁgﬁémﬁﬁjimlﬁgﬁsags ENfy] germination capacity {§ims
mpuONAnSesmIy 1R Uttt gRshmoituBstecg: mingathwil TTZ
nsMoHga mmawismoiiunsanuameiimitaue filg tgiel Butuuiss
IR TegaNAIS i 4
1565 Germination, Viability, Vigour.

Germination energy: ﬁmnmﬁm]s
pEmpiedane igunsgadinysimmmdngeiiBeite  ytaEnuisHindneHi
Ui gROSANEIIIANANGSH hugmamitenudiis 1 wuianismihatane [gims
TN T EI NIMWIES 4

1565 Germination capacity, Germination test, Peak germination, Vigour, Viability.
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Germination pattern: ﬁg'[,ﬁiﬁsﬁm]s

Dicot
Hypocotyl
Seed coat with
cotyledons
Cotyledons emerge above Cotyledons remain below
t!gground (epiggous) ground (hypogeous)
Monocot Seed Coat
™ Foliage
Cotyledon Leaf
»> . i
st
Cotyledon ) gliage ol o~ Coleoptile
;i ~Bulb ( ?‘ <1 Adventitious
b " Roots . 14/ Roots
Primary :
Root Onion Root
Cotyledons emerge above Corn
ground (epigeous) Cotyledons remain below
vanosperm ground (hypogeous)
Seed
Coat
_a—Stem
ﬁ . Codar
1{ Cotyledons emerge above
ground (epigeous)
Root \j

Germination percentage: mﬁiﬁiﬁnqs

1865 Germination capacity.

Germination test (viability test): miﬁﬂﬁmjnﬁm]s

vgphamnnuadaneituAFRg i hganmauRRmUEMIEw IMUE ImmEms

BeMSIVRI{MU 1 Bnd{uinggiamyime misnnjidnnepimsssimsiipmunnsag

ughat

=

S o0 °

Wi uhinetgfivnmns

grusAmsAnnmalipnuugenday gemhdganme infeejuBung 1 s

HusSmEmiannntansiaih 1
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1565 Germination capacity, Germination energy, Pre-treatment, Seed testing, Viability.
Germplasm: fimisiangs  JiAnn

iiping: g egtew vnjdmsagmnuhyuhejusnimisgusmn wnwh Sei

18U Mg mumigIuRgitnsimes 4

186 Genotype, Forest reproductive material, Gene, Genetic code, Heritability.
Girdling: mitjeduniduind

mijeunydisimtend guigrygin 1 mugjaundiFannugwmighmaua

MRGA BunimaBE 1 gem imDinissdjusitvaddpemn piningituad

GigISHMITUYUMATER yish 1

156 Coppice shoots, Dormancy, Flower induction, Rejuvenation, Strangulation.
Grading: MIBG{MUNHM{UIAG, 8

Sinfssmmnaminag 8 igimuduhBdiduRdmsims ganiBunpmiygw

ignisRnOOisIAsytgum g imeduiguhuduiiantsujuIm 9

186 Upgrading.
Grading system: {ig@AHI

Lﬁﬁgﬁ}nﬁﬁmﬁ?mmgnﬂ:iﬁﬁ'jtﬁﬁtﬂi‘jﬁﬁfﬁt@gtﬁﬁngﬁgm°| igissmMumSiman

tgugmihwdiwsgnts ihgjueiduvinbandngarmanadssndimug |

186 Character, Comparion or check tree, Independent culling, Selection index, Select
superior or plus tree.

Grafting: mitial (Yen i)
migigrigoIuRng: g omhwEnmAmm g hvsiim BnEghmusyRanaing |
thgigl %gﬁmmﬁ"ﬂ%ﬁﬁ/ig«tﬁ)‘[gitﬁéﬁmqugmlmﬁmﬁgm( nridinh 1 igngbudim
iesBunnE:IRuRjmeiss mnihienabtid 1 spnstaivn/igunpenndisiipameg
mnRsissmbmiunh gissmitivlismaimeunRERnGiEmInngtienGs Shms
unenSeD 4

18 Air layering, Budding, Clone, Graft incompatibility, Graft union,
Macropropagation, Scion, Seed orchard, Stock, Vegetative propagation.
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Approach

Top cleft graft | Veneer graft Side-tongue
graft

Splice graft Whip graft
graft

T

i
Sy
I r\l {, il"' f
(| ] ;:' J |
11 | !y
;}l r::L r:.EIJ !I!'
rlﬂ": ) |
}.I [:I: gl' 'Iil \
LR 4 nol ”i

{riniggsisaimissin:

S = Scion wndinl/gf R = Rootstock #adiel

Graft incompatibility: mititiBs(gAg, MIviGBa[EIa
mndsimiunnniistuntiud Ejﬁitﬁﬁﬁﬁs‘jmms innEIE g hsyEane |
186 Graft union, Incompatibility, Scion, Stock.

Grafting wax: [gaRIntaNugumitial
ﬁmmtj‘fﬁmtﬁnﬂﬁm?ﬁ‘fghﬁsjgnﬁﬁjmﬁﬁgrﬁgimngﬁm%ﬁﬁﬁhm:mﬁﬁmmtﬁiLmﬁ
AU 1 18RV Callus, Grafting, Graft union.

Graft plant: jgth&ui/ 4

W
// 4 4
e g
/ — ﬁ
/ @smes ‘“smm: & &
peco™
The scion 1 : e { W
The graft union = "'"“"-—_-:..
The rootstock=s= ;becizm;slhemots ey /_ M
— : a2 o

Graft union: 6AE  ynignugmismItiE
sunsudfivmpthiigunsdivtomun Grigmtuisndidduantidudm 9

u

1865 Graft incompatibility, Grafting, Scion, Stock.

finhmoguiadnyh/DANIDA

69




Gregarious flowering: MITBMHI{HS
MITEHLTESISINHI:OuYg 1 MAjHt Diffuse flowering (MIBMRINMOF]
yIgigy 1 18 Flowering, Masting, Phenology, Seed year.

Growth substance: aEGHWRJYHINE
1805 Hormone

Gymnosperm: REA0jE DRIGMBEUENG RIEMAHSH
sumagnigigniseEmmime  iunumsgiuamusnmungsn  medilagy
i1 dewentyrtignpmimolie 1 ma@sisgripmimopnasdamsiguims
(imegighivn conifers) 1 grIpMBN B BEsRigiMS & Podocarpus, Ginkgo
811 Taxus 9 1869 Angiosperms, Cone, Conifers, Seed bearing organ, Seed plants.

Gynoecium (gyno @ ifl): ikl ﬁnj‘iﬁfﬁitﬁ
mmjuigRieaiwpyeg dnlielubigndugs ek o (Pistil) 1 i
Qﬁj *[‘Umﬁ*[‘ﬁfmm Androecium $FifIITRIIeT 4

1865 Female gametophyte, Flower, Fruit.
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